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Abstract: Objective To discuss the value
of multiplex PCR to detect diarrheogenil
Escherichia coli virulence genes in the food
safety risk monitoring. Methods 80 strains
of Escherichia coli were selected. The
diarrheogenil Escherichia coli virulence genes
were detected by multiple PCR. Results The
distribution of virulence genes and serum type

of 80 strains of Escherichia coli were more

complicated. Among them, 20 strains were type
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EAEC, 21 strains were type EPEC, 7 strains
were type ETEC, 0 strains were type EHEC,
1 strain were type EIEC, 31 strains were
unknown type. The main types of serum were
086K61, 0157+ : H7—, 044K74. Conclusion
By using multiple PCR detection diarrheogenil
Escherichia coli virulence genes can help
identify the pathogenic type in the food safety
risk monitoring, Has good application value.
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